Experimental details
Hydrogen atoms attached to N1, O1 and O2 were located in the difference Fourier map and refined isotropically. All other hydrogen atoms were placed in idealized positions and refined using a riding model. The absolute configuration of the title structure could not be determined using data collected with Mo K a radiation (Flack parameter x=0.1 (10) ).
Discussion
Aminodiol motif is present in many pharmacologically important compounds such as antiviral glycosidase inhibitors [1, 2] , sphingolipids [3, 4] , antibacterial and antiprotozoal [5] . Also, aminodiols have been found to act as HIV protease inhibitors [6, 7] . Furthermore, aminodiols may serve as useful starting materials for the synthesis of biologically active compounds, e.g., 3-amino-1,2-butanediol derivative, akey intermediate in the synthesis of anticancer agent ES-285 [8] . Chiral aminodiols and their derivatives also find application as catalysts for enantioselective transformations [9, 10] . Different approaches to obtain aminodiol derivatives have been developed [11] [12] [13] . Aminolysis of 1,2-epoxides represents one of the valuable pathway to produce commercially important aminoalcohols and aminodiols from olefins [14] [15] [16] . The absolute configuration has been assigned by reference to unchanging the chiral centres in the synthetic procedure. The cyclohexane ring is in achair conformation, with puckering parameters Q, q and j of 0.565(2) Å,1 72.8(1)°and -31(1)°,r espectively [19] . In the crystal structure, molecules interact via N1-H1A···O2 and O2-H2···O1 intermolecular hydrogen bonds to form chains parallel to [100] . The chains are further linked into layers parallel to the (001) plane by O1-H1B···N1 hydrogen bonds. (7) −0.0016 (7) −0.0027(6) C (7) 4a 0.3834 ( 
